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L-3-Glycerophosphate dehydrogenase 
pig brain mitochondria 9-18 
reconstitution of L-3-glycerophosphate—cyto- 
chrome c oxidoreductase 19-31 
Glycine metabolism 
developing rat brain 441-448 
Glycogen 
deposition in foetal-rat liver 


373-375 


385-393 


709-717 


UDP-N-acetylglucosamine 


119-126 


607-612 
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Glycogen metabolism 
mammary epithelial cells 695-702 
Glycogen synthase phosphatase 
glucocorticoid-induced _ glycogen 
607-612 
Glycogen synthesis 
rate measurement with 7H,O 65-73 
Glycogenolysis 
newborn rats 
phlorizin-treated rats 
Glycolysis 
fructose 6-phosphate/fructose bisphosphate cycle 
263-271 
phosphofructokinase 
Glycopeptides 
intestinal epithelial cell membrane 
Glycoproteins 
biliary excretion 837-843 
cell surface, see Cell-surface glycoproteins 
mammary, see Mammary glycoproteins 
membrane, see Membrane glycoproteins 
plasma-membrane and Golgi-apparatus 903- 







deposition 








177-181 
177-181 








887-895, 897-901 






145-153 
















910 
receptor-mediated plasma clearance 597-606 
Glycosaminoglycans 
cervix 1-8 
Glycosylation 
cycloheximide 297-301 
lactating-rabbit mammary glycoprotein 297- 
301 
Golgi apparatus ’ 
glycoproteins 903-910 , 
Granulocytes : 






sialic acid 543-550 

Guanosine 3’ :5'-cyclic monophosphate 
5-hydroxytryptamine 247-255 
insect salivary gland 247-255 









H* symport 
sulphate transport 
Haem oxygenase 
liver and kidney 637-648 
Haem regulation 
tryptophan pyrrolase 403-410 
Haematin 
tryptophan pyrrolase 403-410 
Haematocrit 
diminished 219-222 
Halogenated aromatic compounds 
chemical structure and biodegradability 331- 
337, 339-347 
Heart 
ammonia production 285-295 
mitochondrial _NADH-—ubiquinone 
861-866 
proteolysis and amino acid catabolism 285-295 
sarcoplasmic reticulum 867-872 
uptake of safranine by mitochondria 551-557 


1980 






911-917 
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reductase 
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Heart submitochondrial particles 
lipid peroxidation 853-860 

Heparan sulphate metabolism 
cyclic AMP 395-402 


sition 
Hepatocytes 
carbohydrate synthesis 377-380 
D-fructose and D-galactose transport 373-375 
fructose 6-phosphate/fructose 1,6-bisphosphate 
cycle 887-895 
heparan sulphate metabolism 395-402 
mitochondrial and cytosolic ATP/ADP 
cycle ratios 951-954 
mitochondrial membrane potential 183-190 
plasma-membrane domains 902-910 
f-Hexosaminidase transport 
. normal and I-cell fibroblasts 813-820 
Hormones 
male sex, see Male sex hormones 
parathyroid, see Parathyrin 
thyroid, see Thyroid hormone 
vasoactive peptide, see Vasoactive peptide hor- 
903- mones 
Hyaluronic acid 
06 cervix 1-8 
Hydrogen-evolution systems 
ferredoxins and flavodoxins 665-672 
Hydrogenase 
Clostridium pasteurianum 665-672 
097- Hydroperoxide-induced chemiluminescence 
perfused lung 303-309 
3-Hydroxy-3-methylglutary!-CoA reductase 
glial-cell sterol biosynthesis 709-717 
3-Hydroxy-3-methylglutaryl-CoA synthase 
glial-cell sterol biosynthesis 709-717 
5-Hydroxytryptamine 
cyclic AMP and cyclic GMP 247-255 
insect salivary gland _ 247-255 
Hyperphenylalaninaemia 
brain glycine metabolism 441-448 
I-cell and normal fibroblasts 
f-hexosaminidase transport 813-820 
Inhibitors 
metabolic, see Metabolic inhibitors 
thiol-proteinase, see Thiol-proteinase inhibitors 
Inorganic-phosphate efflux 
isolated liver mitochondria 821-828 
Inorganic pyrophosphate 
metabolic status in platelets 99-105 
31- secretion in human platelets 99-105 
subcellular localization in platelets 99-105 
Insects 
salivary gland 247-255 
in Insulin 
lipogenesis 361-364 
095 membrane-protein phosphorylation 457-467 
Insulin-deficient states 
1 ornithine decarboxylase activity 725-732 
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Insulin secretion 

islets of Langerhans 381-383 
Insulin-sensitivity 

perfused rat liver 219-222 
Intestinal-cell polarization 

cell-surface glycoproteins 133-144, 145-153 
Intestinal epithelial cell membrane 

glycopeptides 145-153 
Intestinal epithelial cells 

surface-membrane biogenesis 133-144 
Iodination 

dispersed hog thyroid cells 801-812 
Ionophores 

mitochondrial membrane potential 183-190 
Iproniazid, see Monamine oxidase inhibitor 
Iris smooth muscle 

phosphatidyl-myo-inositol 4,5-bisphosphate cleav- 

age 783-791 

Islets of Langerhans 

actin polymerization 381-383 
Isoenzymes 

malate dehydrogenase, see Malate dehydrogen- 

ase isoenzymes 

cis,trans-Isomerization 

muconic acids 331-337 


Ketogenesis 
inhibition by malonyl-CoA 955-958 
Kidney 
bradykinin and angiotension 127-131 
brush-border membranes, see Renal brush-border 
membranes 
haem oxygenase induction 637-648 


Lactate 
carbohydrate synthesis 377-380 
Lactation 
glycoprotin glycosylation 297-301 
Lactose synthesis 
mammary epithelial cells 695-702 
Lemna minor, see Duckweed 
Leucocytes 
polymorphonuclear neutrophil, see Polymorpho- 
nuclear neutrophil leucocytes 
Leupeptin 
oxidation of NAD couple 963-966 
Lipid-linked oligosaccharide 
mammary glycoprotein glycosylation 297-301 
Lipid peroxidation 
NADH- and NADPH-dependent 853-860 
NADH-ubiquinone reductase 861-866 
Lipogenesis 
medium- and long-chain triacylglycerols 361— 
364 
Lipolysis 
activation by bradykinin and angiotensin 
127-131 
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Lipoproteins 
very-low-density, see Very-low-density lipoprotein 


uptake of chylomicrons 845-851 
Liposomes 
obelin 587-596 
uptake by adipocytes 587-596 
Liver 
ADPase 527-535 
apoprotein B synthesis in embryonic chick 733- 
740 
fluid endocytosis 613-621 


fructose 6-phosphate/fructose bisphosphate cycle 
263-271 

glutaminase 

glycogen deposition 

haem oxygenase induction 

malate dehydrogenase isoenzymes 

ornithine decarboxylase 725-732 

pyruvate kinase biosynthesis 507-516 

tryptophan pyrrolase activity 449-455 
Liver cells 

L-tryptophan metabolism 673-686 
Liver nuclear envelope 

variability of preparations 85-89 
Long-chain-fatty-acid oxidation 

regulation by malonyl-CoA 959-962 
Luminescence 


537-542 

607-612 

637-648 
649-658 


obelin 587-596 
Lung 
hydroperoxide-induced chemiluminescence 
303-309 
Luteinizing hormone, see Lutropin 
Lutropin 


progesterone formation 559-567 
Lymphocyte plasma membrane 
albumin 49-57 
Lymphocytes 
mitogen-activated, see Mitogen-activated lympho- 
cytes 
Lysosomal enzymes 
bone resorption 365-368 
Lysosomal hydrolases 


mouse skeletal muscle 349-353 
Lysyl oxidase 

Menkes’ syndrome 579-586 

skin fibroblasts 579-586 
Magnesium ions 

mitochondrial P, efflux 821-828 


Malate dehydrogenase isoenzymes 
mitochondrial permeability 649-658 

Male sex hormones 
mechanism of action 
see also Androgens 

Maleoylacetic acid 
conversion from chlorinated muconic acids 

339-347 


41-47 
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Malonyl-CoA 
ketogenesis 955-958 
long-chain-fatty-acid oxidation 959-962 
Mammary epithelial cells 
glycogen metabolism and lactose synthesis 
695-702 
Mammary gland 
lipogenesis 361-364 
organculture 311-320 
post-transcriptional regulation 489-498 
Mammary glycoproteins 
glycosylation 297-301 
Mannose 
sycamore membrane glycoproteins 569-577 
terminal glycoprotein residues 597-606 
p-[2-3H]Mannose 
glycopeptide labelling 145-153 
Maple, sycamore, see Sycamore 
Mechanical work load 
proteolysis and amino acid catabolism 285- 
295 
Membrane depolarization 
brain synaptosomes 741-751 
Membrane glycoproteins 
sycamore 569-577 
Membrane potential 











mitochondrial, see Mitochondrial membrane 
potential 

Membrane-protein phosphorylation 

fat-cells 457-467 





Membrane proteins 
yeast amino acid transport 
Membrane system 
mitochondrial, see Mitochondrial membrane sys- 





659-664 










tem 
Membrane vesicles } 
brush border 119-126 
Membranes i 
chromaffin-granule, see Chromaffin-granule mem- 
brane 
intestinal epithelial cell, see Intestinal epithelial cell i 
membrane 






mitochondrial, see Mitochondrial membrane 
plasma, see Plasma membrane 
renal brush-border, see Renal brush-border mem- 
branes 
surface, see Surface membrane 
Menkes’ syndrome 








skin-fibroblast lysyl oxidase 579-586 h 
Mersalyl 
mitochondrial P; efflux 821-828 N 





Messenger ribonucleic acid 









ovalbumin, see Ovalbumin messenger ribonucleic NV 
acid 
Metabolic inhibitors 
mitochondrial membrane potential 183-190 N 
Metal ion interactions 
haem oxygenase induction 637-648 
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Methionine supplementation 
protein-synthesis inhibition by L-dopa 
Methylglyoxal bis(guanylhydrazone) 
uptake 941-945 
Methylophilus methylotrophus 
cytochromec 421-427 
electron-transport chains 
Methylotrophs 
Methylophilus methylotrophus 
439 
Pseudomonas AM1 
Milk proteins 
post-transcriptional regulation 
Mitochondria 
ADPase 527-535 
biogenesis 649-658 
brain L-3-glycerophosphate dehydrogenase 9-18 
cyanide-sensitive and -insensitive 881-885 
cytochrome c oxidase 349-353 
glutaminase 537-542 
inhibition of ketogenesis 
NADH-ubiquinone reductase 


703-707 


429-439 
421-427, 429- 
411-419 


489-498 


955-958 
861-866 


permeability to malate dehdyrogenase _iso- 
enzymes 649-658 
P, efflux 821-828 


protein degradation 321-330 

safranine uptake 551-557 

sulphonate transport 911-917 

translocation of proteins 649-658 
Mitochondrial ATP/ADP ratio 

hepatocytes 951-954 
Mitochondrial biogenesis 

adenine nucleotides 75-83 
Mitochondrial cytochrome system 

proton translocation 203-218 
Mitochondrial membrane 

a- and #-subunits of factor F, 483-488 
Mitochondrial membrane potential 

isolated hepatocytes 183-190 

synaptosomal Ca?* transport 
Mitochondrial membrane system 

stabilized ubisemiquinone species 
Mitogen-activated lymphocytes 

phosphatidylinositol turnover 
Monensin 

#-hexosaminidase transport 
Moniliella tomentosa 

mitochondrial quinones 
Monoamine oxidase 

orchidectomy and testosterone 
Monoamine oxidase inhibitor 

protein synthesis 703-707 
Muconic acids 

chlorinated, see Chlorinated muconic acids 

halogen-substituted 331-337, 339-347 
Muscle 

collagen- and protein-synthesis rate measure- 

ments 631-636 


873-880 
769-781 
91-98 
813-820 
881-885 


349-353 
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skeletal, see Skeletal muscle 

smooth, see Smooth muscle 
Muscular dystrophy 

Duchenne, see Duchenne muscular dystrophy 
Myocardium 

glutamate dehydrogenase 

purine-nucleotide cycle 
Myosin light chains 

phosphorylation 


285-295 
285-295 


967-970 


(Na* + K*)-activated adenosine triphosphatase 
amino-acid and carbohydrate analysis of isolated 
subunits 107-118 
brine shrimp 107-118 
improved purification 
subunits 107-118 
NADH-ubiquinone reductase 
heart mitochondria 861-866 
Negative co-operativity 
cyclic nucleotide phosphodiesterase 
Neuraminidase 
Vibrio cholerae 543-550 
Neutrophil leucocytes 
polymorphonuclear, see 
neutrophil leucocytes 
Nicotinamide 
ethanol withdrawal 449-455 
Nicotinamide—adenine dinucleotide 


107-118 


241-246 


Polymorphonuclear 


redox statein muscle 963—966 
Nitrate reductase 
control by oxygen 231-240 


Paracoccus denitrificans 231-240 
Nuclear acceptor sites 

androgen-—receptor complexes 
Nuclear envelope 

liver, see Liver nuclear envelope 
Nuclear magnetic resonance 

phosphorus-31, see Phosphorus-31 nuclear mag- 

netic resonance 

Nuclear ribonucleic acid 

lactating guinea-pig mammary gland 489-498 
Nuclei 

RNA release 753-759 
Nucleocytoplasmic transport 

RNA 753-759 
Nucleoside transport 

reticulocyte maturation 
Nucleotides 

adenine, see Adenine nucleotides 
Nucleus 

acceptor sites 
Nutritional status 

pathways of tryptophan metabolism 673-686 


41-47 


33-39 


385-393 


Obelin 
liposome uptake 587-596 
Oedema, alveolar, see Alveolar oedema 
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Oestrogen 

apoprotein B synthesis 733-740 
Oestrogen receptor 

nuclear acceptor sites 385-393 
Oligosaccharide 

lipid-linked, see Lipid-lined oligosaccharide 
Organ culture 

mammary gland 311-320 
Ornithine decarboxylase 

insulin-deficient states 725-732 

thyroid-hormone effects 765-767 
Ovalbumin messenger ribonucleic acid 

oestrogen receptors 385-393 
Oviduct 

oestrogen receptors 385-393 
Oxygen 

control of nitrate reductase 231-240 
Oxygen affinity 

embryonic and foetal erythrocytes 355-359 


Pancreatic f-cell 

stimulus—secretion coupling 919-927 
Paracoccus denitrificans 

nitrate reductase 231-240 
Paraquat 

lung chemiluminescence 303-309 
Parathyrin 

bone resorption 365-368 
Parathyroid hormone, see Parathyrin 
Peptide-elongation factor 

cholesteryl esters 369-372 
Peptide hormones 

vasoactive, see Vasoactive peptide hormones 
Peptide initiation factor 

cholesteryl esters 369-372 
Peptides 

glyco-, see Glycopeptides 
Percoll 

fat-cell plasma-membrany preparation 457-467 
Phenobarbital 

effect on triacylglycerol metabolism 
[?H]Phenylalanine 

protein-synthesis rate measurement 719-723 
Phlorizin 

glycogenolysis 177-181 
Phosphate 

inorganic, see Inorganic phosphate 
[32P]Phosphate 

incorporation into 

469-481 

Phosphate-dependent glutaminase 

disrupted liver mitochondria 537-542 


165-175 


pyruvate dehydrogenase 


Phosphatidyl-myo-inositol 4,5-bisphosphate cleav- 


age 
iris smooth muscle 783-791 
Phosphatidylinositol phosphodiesterase 
celery (Apium graveolens) 279-283 
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Phosphatidylinositol turnover 

mitogen-activated lymphocytes 91-98 
Phosphodiesterase 

hormonal control 241-246 
Phosphodiesteratic cleavage 

phosphatidyl-myo-inositol 4,5-bisphosphate 

783-791 

Phosphofructokinase 

liver 263-271 

low-molecular-weight stimulator 887-895 
Phosphofructokinase stimulator 

glucose- and glucagon-sensitive 897-901 
Phospholamban 

Ca?+-ATPase 867-872 
Phospholipid-depleted chylomicrons 

uptake by liver 845-851 
Phosphorus-31 nuclear magnetic resonance 

perfused starved-rat liver 191-202 
Phosphorylation 

cyclic AMP-dependent, see Cyclic AMP-depend- 

ent phosphorylation 

membrane proteins 457-467 

myosin light chains 967—970 
Phosvitin 

complex with cytochrome c 687-693 
Photoproteins 

obelin 587-596 
Photosynthesis 

Rhodopseudomonas sphaeroides 761-764 
Plasma 

clearance of glycoproteins 597-606 
Plasma membrane 

fat-cell 457-467 

glycoproteins 903-910 

lymphocyte, see Lymphocyte plasma membrane 

sialic acid 543-550 
Plasma-membrane domains 

hepatocytes 903-910 
Platelets 

inorganic pyrophosphate 99-105 
Polyadenylated ribonucleic acid 

lactating guinea-pig mammary gland 489-498 
Polyamine biosynthesis 

aminopropyltransferases 59-63 

hormone-induced stimulation 59-63 
Polyamines 

ornithine decarboxylase activity 725-732 

uptake 941-945 
Polyanions 

complex-formation with cytochrome c 687-693 
Polymorphonuclear neutrophil leucocyctes 

latent collagenase and gelatinase 517-525 
[!251]Poly(vinylpyrrolidone) 

fluid endocytosis by rat liver and spleen 613-621 
Post-transcriptional regulation 

milk proteins 489-498 
Potassium ions 

reticulocyte maturation 33-39 
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Pregnancy-related changes 
cervical glycosaminoglycans 1-8 
Probes 
membrane-impermeant 
Progesterone 
lutropin-stimulated formation 559-567 
Propylamine transferases, see Aminopropyltrans- 
ferases 
Prostaglandins 
precursor release by bradykinin and angiotensin 
127-131 
Protein degradation 
Duchenne muscular dystrophy 257—262 
duckweed 499-506 
mitochondria 321-330 
postnatal liver development 
protein starvation 935-940 
skin fibroblasts 257-262 
terminal cytodifferentiation 311-320 
Protein kinase 
cyclic AMP-dependent, see Adenosine 3’:5’- 
cyclic monophosphate-dependent protein kin- 
ase 
Protein starvation 
recovery of liver ribosomes 
Protein synthesis 
L-dopa and monoamine oxidase inhibitor 703-— 
707 
rate measurement 
Protein turnover 
plasma 929-934 
Proteinase 
thiol, see Thiol proteinase 
Proteinase inhibitor 
serum 929-934 
Proteolysis 
isolated perfused rat heart 
muscle redox-state changes 
Proton/catecholamine exchange 
chromaffin-granule membrane 
Proton/electron stoichiometry 
respiration-linked proton translecation 
Proton translocation 
H*/e~ stoichiometry 203-218 
mitochondrial cytochrome system 203-218 
respiration-linked 203-218 
Pseudomonas AM1 
cytochromec 411-419 
Purine-nucleotide cycle 
myocardium 285-295 
Putrescine 
decarboxylation of ornithine 725-732 
natural-polyamine and methylglyoxal bis(guanyl- 


971-974 


321-330 


935-940 


623-629, 631-636, 719-723 


285-295 
963-966 


273-278 


203-218 


hydrazone) uptake 941-945 
Pyrophosphate 
inorganic, see Inorganic pyrophosphate 
Pyruvate 


ATP catabolism 793-800 
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Pyruvate dehydrogenase 


rat fat-cells 469-481 

Pyruvate kinase 

biosynthesis 507-516 

Pyruvate oxidation 

membrane depolarization of synaptosomes 
741-751 

Quinones 


Moniliella tomentosa mitochondria 881-885 


Receptors 
a-adrenergic see a-Adrenergic receptors 
complex with androgen 41-47 
oestrogen, see Oestrogen receptor 


plasma clearance of glycoproteins 597-606 
Red algae 
ferredoxins and flavodoxins 665-672 


Red cells, see Erythrocytes 
Redox properties 
cytochrome c 687-693 
Redox-state changes 
skeletal muscle 963-966 
Renal brush-border membranes 
glutamine uptake 119-126 
Reticulocyte maturation 
biochemical changes 33-39 
Rhodopseudomonas sphaeroides 
photosynthesis 761-764 
c-type cytochromes 761-764 
Ribonucleic acid 
messenger, see Messenger ribonucleic acid 
nuclear and post-nuclear polyadenylated and 
non-polyadenylated 489-498 
nucleocytoplasmic transport 753-759 
release from nuclei 753-759 
Ribosomes 
protein starvation 935-940 
Saccharomyces cerevisiae, see Yeast 
Safranine method 
mitochondrial-membrane-potential measurement 
183-190 
Safranine uptake 
cardiac mitochondria 551-557 
Salivary glands 
cyclic AMP and cyclic GMP 247-255 
5-hydroxytryptamine 247-255 
Sarcoplasmic reticulum 
thiol-group reactivity 867-872 
Secretion 
PP, in human platelets 
Seminal-vesicle epithelium 
nuclear acceptor sites 
Sex hormones 
male, see Male sex hormones 
Sexual dimorphism 
skeletal-muscle enzymes 


99-105 


41-47 


349-353 
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Shrimp 
brine, see Brine shrimp (Artemia salina) 
Sialic acid 
guinea-pig granulocytes 543-550 
Skeletal muscle 
ornithine decarboxylase 725-732 
redox-state changes 963-966 
Skin fibroblasts 
Duchenne muscular dystrophy 257-262 
lysyl oxidase 579-586 
protein degradation 257-262 
Smooth muscle 
iris, see Iris smooth muscle 
Spermidine 
natural-polyamine and methylglyoxal bis(guany]- 
hydrazone) uptake 941-945 
Spleen 
fluid endocytosis 613-621 
Steroidogenesis 
corpus luteum 559-567 
Sterol biosynthesis 
glial-cell growth 709-717 
Stimulus—secretion coupling 
insect salivary gland 247-255 
pancreatic f-cell 919-927 
Stress 
protein degradation in duckweed 499-506 
Submitochondrial particles 
factor F, 483-488 
heart, see Heart submitochondrial particles 
Substrate cycle 
fructose 6-phosphate 263-271 
Succinate—cytochrome c reductase 
mitochondrial membrane system 
Sulphate transport 
mitochondria 911-917 
Sulphydryl-group reactivity, see Thiol-group reac- 
tivity 
Surface-membrane biogenesis 
rat intestinal epithelial cells 133-144 
Sycamore (Acer pseudoplatanus) 
membrane-glycoprotein synthesis 569--577 
Synaptosomes 
brain 741-751 
Ca** transport 873-880 
membrane depolarization 741-751 


769-781 


Thiol-group reactivity 
cardiac sacroplasmic reticulum 867-872 
Thiol proteinase 
calcium-activated, see Calcium-activated thiol 
proteinase 
Thiol-proteinase inhibitors 
bone resorption 365-368 
Thyroid cells 
intra- and extra-cellular iodination sites 801-812 
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Thyroid hormone 

ornithine decarboxylase 765-767 
Transcription 

protein starvation 935-940 
Transport 

amino acid, see Amino acid transport 

D-fructose and D-galactose 373-375 

nucleocytoplasmic 753-759 

sulphate 911-917 
Triacylglycerol metabolism 

effect of phenobarbital 
Triacylglycerols 

medium- and long-chain 361-364 
Tritiated water 

hepatic glycogen synthesis 65-73 
L-Tryptophan 

metabolism in liver 673-686 
Tryptophan metabolism 

brain 449-455 
Tryptophan pyrrolase 

brain tryptophan metabolism 449-455 

haem regulation 403-410 
Tumour cells 

ascites, see Ascites-tumour cells 


165-175 


Ubiquinol 
lipid peroxidation 853-860 
Ubiquinol—cytochrome c oxidoreductase 
reconstitution of L-3-glycerophosphate—cyto 
chrome c oxidoreductase 19-31 
Ubiquinone-10 
reconstitution of L-3-glycerophosphate-—cyto 
chrome c oxidoreductase 19-31 
Ubiquinone-45 
Moniliella tomentosa 881-885 
Ubisemiquinone 
stabilized species 769-781 
UDP-N-acetylglucosamine 
stimulation of glucuronidation 971-974 


Vasoactive peptide hormones 
biochemical actions 127-131 

Very-low-density lipoprotein 
apoprotein B synthesis 733-740 


[3H]Water, see Tritiated water 
Weaning 

pyruvate kinase 507-516 
White adipocytes 

a-adrenergic receptors 947-950 


Yeast (Saccharomyces cerevisiae) 
amino acid transport 659-664 
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